(D) The distribution of the baseline IOP measurements in the analyzed cohort (BDES Exome) was similar to that of the full BDES cohort (Full BDES). 
BDES Exome
Full BDES We tested single-variant associations on 45,849 variants with MAF ≥ 0.3%, and estimated the genomic inflation factor (λ) from these association p values. The inflation factor (λ) (A) was 1.007 for unadjusted IOP values and (B) was 1.026 after controlling for age, sex, systolic blood pressure and IOP treatment.
Supplementary Figure 4: Meta-Analysis of SNP rs4236601 in the CAV1/CAV2 Region

Using the Inverse Variance Weighted Approach.
In addition to the reported meta-analysis using the inverse sample-size weighted approach, we performed a meta-analysis in a fixed-effect model using the inverse variance weighted approach, The meta-analysis on our study and these seven individual studies yield a genome-wide significant association of rs4236601 with IOP (β combined = 0.24, P combined = 1.69 × 10 -8 
